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Kibale National Park

e 793 km? forested patrk

* Opver 30 years of research
on primate ecology

* In the Albertine Rift
— Biodiversity hotspot

* Highest rate of human
population growth in
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Forest fragmentation and primate extinction

24 fragments Kiko 1 fragment
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Cross-spectes transmission ot Guardia duodenalis in
forest fragments near Kibale
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New viruses
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Multiple infection of Kibale *

red colobus with three novel — == m,

simian retroviruses
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Quality =
filter

Background _
Filter

Virus
detection
and
sequencing
strategies

Next-Generation Sequence Data

!

Sequencing adapters removed; low-quality and
truncated sequences discarded

l Sequences passing filters

Molecular biology reagent and host
sequences removed (e.g. vectors, plasmids, £.
con)

l Sequences passing filters

De novo assembly and alignment to
known viral sequences

l T

Extract divergent and unknown
viral sequences

“Contigs” & singletons l

BLAST

!

Identified viruses ( E-value < ~ 10-10)
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Subtractive mapping: assembling genomes in co-infected animals

mapping to previously assembled viral genomes
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Simian Hemorrhagic Fever Virus

SHFV-krtgl

SHFV-krtg2

SHFV-krcl

SHFV-krc2

SHFV-LVR
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GHYV (guereza hepacivirus)

NS5B RdRp
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/.00notic transmission?
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Human studies

* Villages surrounding 5 forest fragments

e ~400 households, ~1,300 semi-structured
interviews to date
— Demography
— Health
— Social capital
— Social networks
— Contact with animals

— Activity spaces



Local knowledge about zoonoses:
interview data from 3 communities

“Can people share diseases with animals?”
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Paige ¢/ al., in preparation

/.0onotic disease
risks specified by
participants:

— Brucellosis from
un-boiled milk

— Worms from pig
feces and
monkey feces

— Little specific
mention of viral
disease



Example of semi-structured interview response
describing primates and direct transmission

— “Yes, primates can as well bring diseases to
people. Because in this community we hear
people telling us [stories]. Like two years back, or
three, that “a red colobus bit my two children
and they died.” Apart from we don’ t know if
it’ s poison from their teeth or a disease from
their blood, but yes, they also have diseases.” (37

yr old male “enrolled nurse”: owns drug shop)

Paige ¢t al., in prep



Biology meets Anthropology?
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