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RESEARCH INTERESTS 

Chemistry of metalloenzymes. 

• Protein chemistry and enzymology. 
• Enzyme mechanisms. 
• tRNA modifications (hydroxylation, thiolation, methylation…). 
• EPR spectroscopy. 
• Iron-sulfur/Iron-oxo clusters. 

 
SUMMARY 

Mohamed ATTA is research at CEA in Grenoble. I received a B.A. degree in chemistry from university 
of Fez (Morocco) in 1989 and a Ph.D. in biochemistry from the Joseph Fourier university in 1993, 
Grenoble France, where I was supervised by Prof. Marc Fontecave. I received a Swedish postdoctoral 
fellowship to study at biophysics department at Stockholm university, Sweden, under the supervision 
of Prof. Astrid Gräslund, and then a CNRS postdoctoral fellowship (poste rouge) to study at the 
biological organic chemistry laboratory at the university of Paris VI under the supervision of Prof. 
Andree Marquet. In 1996, I was promoted as permanent researcher at the CEA in Grenoble in the team 
of Dr. Jacques Meyer. In 2001, I joined the group of Prof. Marc Fontecave where my research focuses 
on the enzymology of natural product biosynthesis, with a particular interest in the use of S-
adenosylmethionine and iron-sulfur clusters in enzyme catalysis. Currently, I started a collaboration as 
an invited researcher with Prof. Marc Fontecave at the Collège de France in Paris (2021-2023). I have 
expertise on the field of metallobiochemistry, catalysis and spectroscopy (light absorption, EPR and 
Mössbauer). During last 10 years, I acquired a strong knowledge in the tRNA-modyfing enzymes with 
a specific interest in metalloenzymes. 
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