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SUMMARY

My goal is to understand enzymatic catalysis at the molecular level. I use various techniques
such as X-ray crystallography, molecular modeling, site-directed mutagenesis, RNA and
protein mass spectrometry, RNA transcription, to study the catalytic mechanism and structure
of enzymes. My main subjects of interest are catalytic antibodies, an ammonia-channeling
enzyme called glucosamine-6P synthase, and RNA-modification enzymes including [4Fe-4S]-
dependent thiolation enzymes.
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