Professor Simon Cauchemez
Mathematical Modelling of Infectious Diseases Unit

Institut Pasteur Email: simon.cauchemez@pasteur.fr
28 rue du Dr Roux, 75015 Paris, France
webpages: https://research.pasteur.fr/fr/team/mathematical-modelling-of-infectious-diseases/

https://modelisation-covid19.pasteur.fr/

POSITIONS

04/2023-now Professor, Mathematical Modelling of Infectious Diseases Unit, Institut Pasteur, Paris.

11/2013-03/2023 Research Director, Mathematical Modelling of Infectious Diseases Unit, Institut Pasteur, Paris.

08/2013-10/2013  Reader in Statistical Infectious Disease Epidemiology, in the Department of Infectious Disease Epidemiology,
Imperial College London, London.

08/2011-07/2013  Senior Lecturer in Statistical Infectious Disease Epidemiology, in the Department of Infectious Disease
Epidemiology, Imperial College London, London.

04/2007-04/2012  RCUK Research Fellow in the Department of Infectious Disease Epidemiology, Imperial College London,
London.

10/2005-03/2007  Post Doctoral Research Associate in the Department of Infectious Disease Epidemiology, Imperial College
London, London.

EDUCATION

11/2017 Habilitation a Diriger des Recherches (HDR), Université Pierre et Marie Curie, Paris, France.
10/2002-12/2005  PhD in Biostatistics, Université Pierre et Marie Curie, Paris, France. Thesis title: Estimation of transmission
parameters in epidemic models by Markov chain Monte Carlo sampling. Supervisors: Boélle PY, Thomas G.
09/2001-07/2002  Master in Biomathematics, Université Pierre et Marie Curie, Paris, France. Bayesian analysis of influenza
transmission: Application to a longitudinal follow-up of households. Supervisor: Boélle PY. (1%)
09/1998-09/2001 ENSAE in statistics / economics, Malakoff, France. ENSAE is the National School for Statistics and Economic

Administration.

AWARDS & HONORS

2026-2027 Annual chair Technical Innovation Liliane Bettencourt, Collége de France.

2022 Chevalier de 1’Ordre National de la Légion d’Honneur (Legion of Honor).

2022 Subvention scientifique Del Duca, Académie des sciences, budget : 120k €.

2021 Prix Lucien Tartois, Fondation pour la Recherche Médicale, budget : 20k €.

2020 Prix Lacassagne, Collége de France, budget : 6k €.

2019 Prix Louis-Daniel Beauperthuy, Académie des Sciences, 1.5k €.

2017 Prix Thérese Lebrasseur, Fondation de France, budget: 50k €.

2017-2019 Chair of Excellence Elie Metchnikoff, Institut Pasteur.

2015 Grand Prix Robert Debré 2015, budget: 50k €.

2015-2019 AXA Award “Pandemic risk in Asia”, award designed to support mid-career researchers with extremely high
potential for innovation in their fields, budget: 250k €.

2009 Promising Investigator Award, Options for the control of Influenza VII, Hong Kong.

2006 Guy & Suzy Halimi Award, Chancellerie des Universités de Paris.

OTHER

Scientific advisory committees and working groups supporting health authorities

2025-2026 Member of Working Group assessing French antiviral stockpile for an influenza pandemic, French High
Council for Public Health.

2024-2026 Leader of modelling activities supporting recommandations of French National Authority for Health on
COVID-19, meningococcal and pneumococcol vaccines.

2022-2024 Member of COVARS, French committee for monitoring and anticipating health Risks.

2020-2022 Member of the COVID19 Scientific Council of the Ministry of Health, France.

Structuring of infectious disease modelling community in France

2021-now Co-President of the Coordinated Action in charge of coordinating French research activities on the modelling
of infectious diseases at the agency ANRS-MIE funding research on infectious diseases in France (ANRS-
MIE AC Modelling).

Editorial activities
2025-now Academic Editor, PLOS Medicine Editorial Board.
2021-now Member of the Board of Reviewing Editors of the journal Science.
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Member of SAB of SYNERG-ID.

Member of SAB and steering committee of Inldex Complexity, University Paris Cité, France.

Member of SAB of the National Institute for Health Research (NIHR) Health Protection Research Unit
(HPRU) in Health Analytics and Modelling, UK.

Member of SAB of the MRC Center for Global Infectious Diseases Analysis, Imperial College London, UK.
Member of SAB of Cegedim THIN.

Member of SAB of OptimAgent modelling project, Germany.

Member of SAB of the National Institute for Health Research (NIHR) Health Protection Research Unit
(HPRU) in Modelling and Health Economics, UK.

Member of SAB of Domaine d’Intérét Majeur (DIM) One Health, Région Ile de France.

Member of the steering committee of US NIGMS Models of Infectious Disease Agent Study (MIDAS).
Member of the steering committee of ArboFrance.

Member of SAB of Institut Pasteur Madagascar.

Member of SAB of Institut Pasteur Cambodia.

Member of the steering committee of the INCEPTION program.

Annual chair Technical Innovation Liliane Bettencourt, Collége de France.
Co-director of the 1-week course Modelling of Infectious Diseases, Institut Pasteur.

Member of the Population and Public Health Expert Review Group, Wellcome Trust.
Member of COMESP, the committee in charge of evaluating scientists at Institut Pasteur. President of
subcommittee about modelling, biostatistics and bioinformatics.

Gates Foundation, Strengthening mpox decision-making in the DRC through epidemic modelling and data
analytics, Co-investigator, 54k $.

PEPR PReViX “Pandemic preparedness to Respiratory Virus X: integrative modelling from first cases to early
public health countermeasures”, Co-investigator, 194k €.

ANRS-MIE, Characterizing flavivirus antibody dynamics from a unique cohort in Nicaragua, Co-investigator,
60k €.

PEPR MathVives, Mathematical Modeling and Management of Emerging Arbovirose Epidemics, Co-
investigator, 159k €.

Labex IBEID, “Analysis and modelling of infectious diseases epidemics to support evidence based policy
making in France”, PI, 60k €.

Wellcome Trust, Risk Assessment Community Spread Multiple Endemic Infectious Pathogens (RACSMEI),
co-Investigator, 460k €.

HAS, Modelling of vaccination strategies for HAS recommendations, P1, up to 200k €.

EU LEAPS, Integrating Multi-Disciplinary Expertise in a Learning and Adaptive European Pandemic
Preparedness System, Co-investigator, 110k €.

EU DURABLE, Delivering a Unified Research Alliance of Biomedical and public health Laboratories against
Epidemics, Workpackage leader, 515k €.

AXAREF, Influenza virus antibody landscapes to decipher the drivers of influenza epidemics, PI, 291k €.
HAS, Modelling the impact of meningoccal vaccines, PI, 49k €.

ANRS-MIE, MPX-SPREAD, Characterizing the spreading dynamics of 2022 monkeypox outbreak in France
to aid public health policies, Co-Investigator, 34k €.

ANRS-MIE, Project EMERGEN studying SARS-CoV-2 variants in France, co-PI for modelling, 150k €.
NIH, PICREID Inter-regional study of transmission, adaptation and pathogenesis of viruses with pandemic
potential in Southeast Asia and West/Central Africa, Co-investigator, 220k $.

HAS, Modelling SARS-CoV-2 vaccination strategies, PI, 30k €.

AXA, “Modelling SARS-CoV-2 transmission in France”, PI, 70k €.

Groupama, “Modelling SARS-CoV-2 transmission in France”, PI, 136k €.

EU H2020 VEO, Versatile Emerging infectious disease Observatory, Co-investigator, 198k €.

EU H2020 RECOVER, Rapid European SARS-CoV-2 Emergency Research Response, WP co-leader, 119k
€.

Santé Publique France, “Modelling infectious disease epidemics in France”, PI, 150k €.

DARPA (US), Preempt project “Understanding arbovirus emergence and changing the approach to
intervention”, co-investigator, 322k $.

Labex IBEID “Analysis and modelling of infectious diseases epidemics to support evidence based policy
making in France”, PI, 618k €.



2017-2020

2015-2019

2015-2019

2015-2016

EU consortium ZikAlliance, “A global alliance for Zika virus control and prevention”, leader of modelling
task, 133k €.

NIH MIDAS INITIATIVE, “Models for synthesizing molecular, clinical and epidemiological data and
translation to public health response”, Co-PI, 540k $.

Labex IBEID “Better understanding the dynamics of spread of emerging infectious diseases in space and time”,
PI, 232k €.

Institut Pasteur Defeat Dengue program, “Modelling the spatial-temporal dynamics of spread of dengue in
Delhi, India”, PI, 24.5k €.

At Imperial College London

2011-2016
2009-2014
2011-2013
2008-2012
2008-2012

2007-2012
2009-2011

2009-2010

SUPERVISION

Predemics, funded by EU, co-investigator, £685k.

NIH MIDAS initiative, co-investigator (I wrote the initial draft of Imperial’s contribution), £768k.

“EMIT: Evaluating Models of Influenza Transmission using a Human Challenge Model”, funded by CDC, co-
investigator (in charge of power calculation & statistical analysis; contributions to study design), £95k.
“Estimating the impact of social structure on epidemics and predicting the impact of targeted interventions”,
funded by Medical Research Council, co-investigator (I wrote about half of the proposal), £579k.

“Vaccine Modelling Initiative”, funded by Bill and Melinda Gates Foundation, co-investigator (I wrote a
section of the proposal), £1,508k.

RCUK Fellowship, £125k.

“Influenza virus shedding in relation to environmental contamination and infection control advice”, funded by
NIHR, co-investigator (in charge of power calculation & statistical analysis), total budget £370,000, £3k.
Challenge study ITSDG, funded by Dept Health (England), co-investigator (in charge of power calculation &
statistical analysis; contributions to study design), total budget £264k, £3k.
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PhD students
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A. Bizzotto.

E. Goult.

K. Charniga (currently Public Health Officer at Singapore Communicable Diseases Agency).
F. Camaglia.

N. Ochida.

L. Cristancho-Fajardo & M. Shin.

A. Brault.

I. Achitouv (currently permanent research at Sorbonne Université).

P. Bosetti.

T. Nemoto (currently Professor at the University of Osaka).

N. Hoze (currently Chargé de Recherche at INSERM).

J. Paireau.

Q. TenBosch (currently Professor and Chair of Infectious Disease Epidemiology at Wageningen University).
A. Cousien (currently postdoct at INSERM).

M. Saccareau (co-sup with B. Durand).

B. Nikolay (currently epidemiologist at Epicentre.

A. Andronico (currently machine learning engineer at Liftoff Mobile).

M. Churakov (currently data scientist at BNP Paribas Cardif.

I. Votsi (currently Assistant Professor at Université de Lorraine).

E. Babykina (Maitre de conférences at Université de Lille).

P. Nouvellet (co-sup with C. Donnelly; currently Professor at University of Sussex).

I. Dorigatti (co-sup with N. Ferguson; currently Associate Professor at Imperial College).

M. Gambhir (co-sup with N. Ferguson; currently Principal Scientist at MSD).

L. Opatowski (co-sup with N. Ferguson; currently Professor at UVSQ).

A. Cori (currently Associate Professor at Imperial College), C. Pelat (currently biostatistician at Santé Publique
France) (both co-sup with C. Fraser & N. Ferguson).

L. Duret (co-sup with M. White).

I. Yalikun (co-sup with P. Bosetti).

M. Shin (co-sup with J. Paireau).

C. Perlant (co-sup with P. Bosetti; currently postdoc at Université de Geneve).

T. Cortier.

M. Layan (co-sup with H. Bourhy; currently postdoc at ENS).

C. Tran Kiem (currently Wellcome Trust Fellow at Imperial College).

C. Eisenhauer (co-sup. with H. Salje; currently epidemiologist at Epicentre).

N. Courtejoie (co-sup with B. Durand; currently data scientist at DREES).

T. Tsang (co-sup with B. Cowling; currently Assistant Professor at Hong Kong University).
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PUBLICATIONS

N. Imai (co-sup with N. Ferguson; currently at the Wellcome Trust).

R. Eggo (co-sup with N. Ferguson; currently Professor at London School of Hygien and Tropical Medicine).
P. Walker (co-sup with A. Ghani; passed; currently: Associate Professor at Imperial College London).

I. Cremin (co-sup with G. Garnett; passed).

L. Duret.

J. Dowding.

L. Tamaraikkannan.
M. Lavan.

F. Mazzamurro.
M. Najm.

M. Sandfort.

C. Eisenhauer.
A. Robert.

M. Jendrossek.
M. Calvo Cortes.
C. Fortas.

1.  O'Driscoll M, Hozé N, Lefrancq N, dos Santos GR, Hoinard D, Rahman MZ, Paul KK, Titu AN, Alam MS, Hossain ME, Mohammad E,
Vanhomwegen J, Cauchemez S, Gurley ES, Salje H. Epidemiological and antigenic inferences from serological cross-reactivity among
arboviruses. Science Translational Medicine 2025; 17(826): eads8680.

2. Cauchemez S. Now is the time to integrate serology into routine infectious disease surveillance. Lancet Infectious Diseases 2026; 26:2-3.

3. Hoy G, Cortier T, Maier HE, Kuan G, Lopez R, Sanchez N, Ojeda S, Plazaola M, Stadlbauer D, Shotwell A, Balmaseda A,
Krammer F, Cauchemez S*, Gordon A". Anti-neuraminidase and anti-HA stalk antibodies reduce the susceptibility to and
infectivity of influenza A/H3N2 virus. Nature Communications 2025; 16, 10910. * Equal contribution.

4. Cristancho-Fajardo L, Nkuba-Ndaye A, Simons E, Hozé N, Guichet E, Asuni Izia Y, Ateba Ndongo F, Mbala-Kingebeni P, Aissata
Soumah A, Muzinga J, Tshiminyi-Munkamba P, Saliou Kalifa Diallo M, Zoung-Kanyi Bissek AC, Makiala-Mandanda S, Toure A, Ahuka-
MundekeS , Ayouba A, Etard JF, Peeters M, Roche B, Nikolay B, Delaporte E, Cauchemez S. Assessing SARS-CoV-2 transmission in
African households from the reanalysis of serosurveys. American Journal of Epidemiology 2025; kwaf269.

5. Perlant C, Weill F-X, Paireau J, Scipioni M, Bosetti P, Cauchemez S. Modeling the spatio-temporal spread of cholera in France in 1892.
Epidemics 2025; 53:100872.

6. Bosetti P, Peckeu-Abboud L, Andrianasolo RM, Baguelin M, Fonteneau L, Deghamne AE, Taha MK, Barret AS, Grimprel E, Opatowski
L, Lévy-Bruhl D, Cauchemez S. Modelling the impact of a quadrivalent ACWY meningococcal vaccination and vaccination targeting
serogroup B in France. Vaccine 2025; 67;127871.

7. Rasoamalala F, Ramasindrazana B, Parany MJ, Rahajandraibe S, Randriantseheno L, Rahelinirina S, Gorgé O, Valade E,
Harimalala M, Rajerison M, Cauchemez S*, Brault A*. Unraveling the role of rat and flea population dynamics on the seasonality
of plague epidemics in Madagascar. PNAS 2025; 122 (24); €2502161122. * Equal contribution.

8. dos Santos GR, Jawed, F, Mukandavire C, Deol A, Scarponi D, Mboera LEG, Seruyange E, Poirier MJP, Bosomprah S, Udeze AO,
Dellagi K, Hozé N, Chilongola J, Nasrallah GK, Cauchemez S, Salje H. Global burden of chikungunya virus infections and the
potential benefit of vaccination campaigns. Nature Medicine 2025; 10.1038/s41591-025-03703-w.

9. Pérez-Estigarribia PE, dos Santos GR, Cauchemez S, Vazquez C, Ibarrola-Vannucci AK, Sequera G, Villalba S, Ortega MJ, Di
Fabio JL, Scarponi D, Mukandavire C, Deol A, Cabello A, Vargas E, Fernandez C, Leén L, Salje, H. Modeling the impact of
vaccine campaigns on the epidemic transmission dynamics of chikungunya virus outbreaks. Nature Medicine 2025; 10.1038/s41591-

025-03684-w.

10. Kraemer MUG, Tsui JLH, Chang SY, Lytras S, Khurana MP, Vanderslott S, Bajaj S, Scheidwasser N, Curran-Sebastian JL,
Semenova E, Zhang MY, Unwin HJT, Watson OJ, Mills C, Dasgupta A, Ferretti L, Scarpino SV, Koua E, Morgan O, Tegally H,
Paquet U, Moutsianas L, Fraser C, Ferguson NM, Topol EJ, Duchéne DA, Stadler T, Kingori P, Parker MJ, Dominici F, Shadbolt
N, Suchard MA, Ratmann O, Flaxman S, Holmes EC, Gomez-Rodriguez M, Schélkopf B, Donnelly CA, Pybus OG, Cauchemez S*,
Bhatt S”. Artificial intelligence for modelling infectious disease epidemics. Nature 2025; 638 (8051): 623-635. " Equal contribution.

11. Perlant C, Klitting R, Colizza V, Gaythorpe KAM, Gabiane G, de Lamballerie X, Failloux AB, Cauchemez S*, Bosetti P*. A framework to
assess the risk of yellow fever emergence. Journal of Travel Medicine 2025; 32: 10.1093/jtm/taaf081. * Equal contribution.

12. Menezes A, Hay JA, Razafindratsimandresy R, Randriamanantena AH, Yang LJ, Héraud JM, Cauchemez S, Wesolowski A, Grenfell B,
Graham AL, Metcalf. Revealing trends in measles immunity during periods of varying measles circulation in Madagascar. American
Journal of Epidemiology 2025; DOI10.1093/aje/kwaf005.

13. Chauvel C, Casalegno J, Visseaux B, Vieillefond V, Haim-Boukozba S, Enouf V, Chanard E, Fabre M, Rameix-Welti M, Oblette A,
Giannoli J, Paireau J, Josset L, Lina B, Gaymard A, Cauchemez S, Morfin F, Nunes MC, Bal A. Community and Hospital-Based
Laboratory Surveillance for Influenza, Respiratory Syncytial Virus, and SARS-CoV-2 During the 2023-2024 Season, Lyon, France. Journal
of Medical Virology 2025; 97:¢70549.

14. Brady OJ, Bastos LS, Caldwell JM, Cauchemez S, Clapham HE, Dorigatti I, Gaythorpe KAM, Hu WB, Hussain-Alkhateeb L, Johansson
MA, Lim A, Lopez VK, Maude RJ, Messina JP, Mordecai EA, Peterson AT, Rodriquez-Barraquer I, Rabe IB, Rojas DP, Ryan SJ, Salje H,
Semenza JC, Tran, QM. Why the growth of arboviral diseases necessitates a new generation of global risk maps and future projections.
PLoS Comp Biol 2025; 21(4): e1012771.

15. Macaux L, Rasolofo V, Eyangoh S, N'Guessan KR, Tejiokem MC, Rakotosamimanana N, Soumahoro MK, Cauchemez S*, Randremanana
RV". Accuracy of Xpert and alternative sampling methods to diagnose childhood pulmonary tuberculosis, a prospective cohort study.
Clinical Microbiology and infection 2025; 31(3):417-424. " Equal contribution.

16. Cortier T, Gilboa M, Layan M, Joseph G, Meltzer L, Amit S, Rubin C, Lustig Y, Alroy-Preis S, Kreiss Y, Cauchemez S*, Regev-
Yochay G". Factors Associated With the Transmission of the Delta Severe Acute Respiratory Syndrome Coronavirus 2 Variant in
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Households: The Israeli COVID-19 Family Study (ICoFS). Journal of Infectious Diseases 2025; 231(4):e734-¢742. " Equal
contribution.

Soussand F, Abdou AY, Sanchez M, Huynh BT, Giese C, Tran-Kiem C, Béraud G, Guillemot D, Cauchemez S, Opatowski L, Bosetti P.
Evolution of social contacts patterns in France over the SARS-CoV-2 pandemic: results from the SocialCov survey. BMC Infectious
Diseases 2025; 25(1):224.

Cuartero CT, Carnegie AC, Cucunuba ZM, Cori A, Hollis SM, Gaalen RDV, Baidjoe AcY, Spina AF, Lees JA, Cauchemez S, Santos M,
Umana J, Chen CR, Gruson H, Gupte P, Tsui JS, Shah AA, Millan GG, Quevedo DS, Batra N, Torneri A, Kucharski AJ. From the 100 Day
Mission to 100 lines of software development: how to improve early outbreak analytics. Lancet Digital Health 2025; 7(2):e161-e166.

Hoze N, Pons-Salort M, Metcalf CJE, White M, Salje H, Cauchemez S. RSero: A user-friendly R package to reconstruct pathogen
circulation history from seroprevalence studies. PLoS Comp Biol 2025; 21(2): ¢1012777.

Traore A, Charniga K, Grellet S, Terpant G, Da Cruz H, Lamy A, Thomas N, Gbaguidi G, Mercier A, Prudhomme J, Visseaux B, Giannoli
IM, Vieillefond V, Haim-Boukobza S, Castro-Alvarez J, Kouamen AC, Rameix-Welti MA, Beirrera-Ibraim S, Destras G, Josset L,
Cauchemez S, Lina B, Coignard B, Schaeffer J, Enouf V, Bal A. Monitoring SARS-CoV-2 variants with complementary surveillance
systems: risk evaluation of the Omicron JN.1 variant in France, August 2023 to January 2024. Eurosurveillance 2025; 30(1):2400293.
Andronico A, Paireau J, Cauchemez S. Integrating information from historical data into mechanistic models for influenza forecasting. PLoS
Computational Biology 2024; 20:¢1012523.

Charniga K, Park SW, Akhmetzhanov AR, Cori A, Dushoff, J, Funk S, Gostic KM, Linton NM, Lison A, Overton CE, Pulliam JRC, Ward
T, Cauchemez S, Abbott S. Best practices for estimating and reporting epidemiological delay distributions of infectious diseases. PLoS
Computational Biology 2024; 20:¢1012520.

Layan M, Hens N, de Hoog MLA, Bruijning-Verhagen PCJL, Cowling BJ, Cauchemez S. Addressing current limitations of household
transmission studies by collecting contact data. AJE 2024; kwae106.

Brault A, Pontais I, Enouf V, Debeuret C, Bloch E, Paireau J, Rameix-Welti MA, White M, Baudemont G, Lina B, Parent du
Chatelet I, Casalegno JS, Vaux S, Cauchemez S. Effect of nirsevimab on hospitalisations for respiratory syncytial virus
bronchiolitis in France, 2023-24: a modelling study. Lancet Child and Adolescent Health 2024; 8:721-729.

Duque MP, Naser A, dos Santos GR, O'Driscoll M, Paul KK, Rahman M, Alam MS, Al-Amin HM, Rahman MZ, Hossain ME, Paul RC,
Luby SP, Cauchemez S, Vanhomwegen J, Gurley ES, Salje H. Informing an investment case for Japanese encephalitis vaccine introduction
in Bangladesh. Science Advances 2024; 10:eadp1657.

Chen Y, Xu Y, Wang L, Liang Y, Li N, Lourenco J, Yang Y, Lin Q, Wang L, Zhao H, Cazelles B, Song H, Liu Z, Wang Z, Brady OJ,
Cauchemez S*, Tian H". Indian Ocean temperature anomalies predict long-term global dengue trends. Science 2024; 384:639-646. " Equal
contribution.

Wang L, Huang AT, Katzelnick LC, Lefrancq N, Escoto AC, Duret L, Chowdhury N, Jarman R, Conte MA, Berry IM, Fernandez S,
Klungthong C, Thaisomboonsuk B, Suntarattiwong P, Vandepitte W, Whitehead SS, Cauchemez S, Cummings DAT, Salje H. Antigenic
distance between primary and secondary dengue infections correlates with disease risk. Science Translational Medicine 2024; 16:
eadk3259.

Nunes MC, Thommes E, Frohlich H, Flahault A, Arino J, Baguelin M, Biggerstaff M, Bizel-Bizellot G, Borchering R, Cacciapaglia

G, Cauchemez S, Barbier-Chebbah A, Claussen C, Choirat C, Cojocaru M, Commaille-Chapus C, Hon C, Kong J, Lambert N, Lauer KB,
Lehr T, Mahe C, Marechal V, Mebarki A, Moghadas S, Niehus R, Opatowski L, Parino F, Pruvost G, Schuppert A, Thi¢baut R, Thomas-
Bachli A, Viboud C, Wu J, Crépey P, Coudeville L. Redefining pandemic preparedness: Multidisciplinary insights from the CERP
modelling workshop in infectious diseases, workshop report. Infect Dis Model 2024; 9:501-518.

Andronico A, Menudier L, Salje H, Vincent M, Paireau J, de Valk, H, Gallian P, Pastorino B, Brady O, de Lamballerie X, Lazarus
C, Paty MC, Vilain P, Noel H, Cauchemez S. Comparing the performance of three models incorporating weather data to forecast
dengue epidemics in Reunion island, 2018-2019. Journal of Infectious Diseases 2024; 10.1093/infdis/jiad468.

Tan-Lhernould L, Tamandjou C, Deschamps G, Platon J, Sommen C, Chereau F, du Chatelet IP, Cauchemez S, Vaux S, Paireau J. Impact
of vaccination against severe COVID-19 in the French population aged 50 years and above: a retrospective population-based study. BMC
Medicine 2024; 21:426.

Franconeri L, Antona D, Cauchemez S, Lévy-Bruhl D, Paireau J. Two-doses measles vaccine effectiveness remains high over time: a
French observational study, 2017-2019. Vaccine 2023; 41:5797-5804.

Tsui JLH, McCrone JT, Lambert B, Bajaj S, Inward RPD, Bosetti P, Pena RE, Tegally H, Hill V, Zarebski AE, Peacock TP, Liu L, Wu N,
Davis M, Bogoch II, Khan K, Kall M, Aziz NIBA, Colquhoun R, O'Toole A, Jackson B, Dasgupta A, Wilkinson E, de Oliveira T, Connor
TR, Loman NJ, Colizza V, Fraser C, Volz E, Ji X, Gutierrez B, Chand M, Dellicour S, Cauchemez S*, Raghwani I*, Suchard MA”*, Lemey
P*, Rambaut A", Pybus OG"*, Kraemer MUG". Genomic assessment of invasion dynamics of SARS-CoV-2 Omicron BA. 1. Science 2023;
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